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I N T RO D U CTI O N RE S U LTS CRC: Colorectal cancer, AA: Advanced Adenoma, NAA: Non advanced adenoma, Healthy: Participants with hyperplastic polyps or no findings, Normal: Healthy + NAA, DEPs: Differentially Expressed Proteins
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Biomarker Discovery
Differential protein expression analysis
Important predictors in Machine Lerning modeling (e.g. Elastic Net)
ROC analysis of single protein biomarkers
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Biomarker Prioritization
Limit of Detection Filtering
Filtering using Normal ranges (IQR) in UKBiobank
Significant trend in clinical groups
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Biomarker Evaluation
1. Optimal combination of biomarkers
2. Final evaluation of panel of protein biomarkers
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CONCLUSIONS

This protein biomarker signature could pave the way for more
accurate, non-invasive CRC screening methods that detect both
cancer and precancerous lesions at earlier, more treatable stages.
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Analysis Pipeline

Future work is focused on developing multiplex immunoassays for
these biomarkers to orthogonally validate the findings and assess the
signature’s analytical and clinical performance in a large participant
cohort from the DIOPTRA validation studies (N=1600 participants).
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